Gene Identifier
NM_007815
NM_013471

1i|5730522G15|PX00005H22(|2024
AK008976
NM_009983
AK004550
AK020564
NM_021363
NM_026527
NM_008254
Al449163
NM_030687
NM_019477
NM_008341
AK017491
AK013995
AF047725
AK005950
NM_007817
AK009685
AY027436
NM_008673
AK014254
ri{/A930023P06|PX00066B22||1477
AK012725
AK002251
AK004942
AKO003597
Al503986
ri|2610002K09|ZX00060D02||2140
BB219550
AKO006955
NM_023123
AK009450
NM_007934
NM_007825
ri|C030048F16|PX00075B03||1341
AK005157
AK009964
NM_010501
BC004749
NM_011175
1i|2810019D12|Z2X00046021||1653
AK004987
ri|2410008L21|Z2X00055D17||2078
NM_009949

Correlation P-value

0.001277741
0.001030896
0.000757844
0.000754307
0.000606
0.000548243
0.000540367
0.000464
0.000340188
0.000303408
0.000283344
0.000262172
0.000260863
0.00025355
0.000247529
0.000230933
0.000215284
0.000212334
0.000206
0.000205788
0.000203727
0.000190592
0.000175533
0.000174956
0.000159
0.00015
0.000146733
0.000144718
0.000143195
0.000142594
0.000142304
0.000141838
0.000140626
0.000139828
0.000138527
0.000136498
0.000132892
0.000132248
0.00012628
0.000121245
0.000119692
0.000119
0.000118517
0.000113144
0.000112377
0.00010919

Official Symbol
Cyp2c29
Anxa4

N4wbp4-pending
Ctsd
Terel-pending
9530019N15Rik
Svs3
2510006C20Rik
Hmgcl

Slc21a5
Facl4
Igfbpl
Mipep

3110004018Rik

Cyp2c38

1700013G20Rik
Cyp2f2
2310038P10Rik
Copeb
Natl
Rnfll

2810012G08Rik
Cd9
Gpx3
1110008P08Rik

1700080G11Rik
H19
2310021M12Rik
Enpep
Cyp7bl

5730403B10Rik
2310057K14Rik
Ifit3
Hagh
Lgmn

Mkks

Cpt2

Supplementary Table 1. Liver gene expression traits significantly correlated with omental fat pad mass in the BXD cross.

Official Gene Name
cytochrome P450, family 2, subfamily c, polypeptide 29
annexin A4

Nedd4 WW binding protein 4

cathepsin D

transitional epithelia response protein

RIKEN cDNA 9530019N15 gene

seminal vesicle secretion 3

RIKEN cDNA 2510006C20 gene
3-hydroxy-3-methylglutaryl-Coenzyme A lyase

solute carrier family 21 (organic anion transporter), member 5
fatty acid-Coenzyme A ligase, long chain 4

insulin-like growth factor binding protein 1
mitochondrial intermediate peptidase

RIKEN cDNA 3110004018 gene

cytochrome P450, family 2, subfamily c, polypeptide 38
RIKEN cDNA 1700013G20 gene

cytochrome P450, family 2, subfamily f, polypeptide 2
RIKEN cDNA 2310038P10 gene

core promoter element binding protein
N-acetyltransferase 1 (arylamine N-acetyltransferase)
ring finger protein 11

RIKEN cDNA 2810012G08 gene
CD9 antigen

glutathione peroxidase 3

RIKEN cDNA 1110008P08 gene

RIKEN cDNA 1700080G11 gene

H19 fetal liver mMRNA

RIKEN cDNA 2310021M12 gene

glutamyl aminopeptidase

cytochrome P450, family 7, subfamily b, polypeptide 1

RIKEN cDNA 5730403B10 gene

RIKEN cDNA 2310057K14 gene

interferon-induced protein with tetratricopeptide repeats 3
hydroxyacyl glutathione hydrolase

legumain

McKusick-Kaufman syndrome protein

carnitine palmitoyltransferase 2



NM_010717
NM_010717
NM_025809

i|4930533H01|PX00034G21||1871
NM_011116
NM_009953

AK018544
AK012404
NM_007757
ri/A930014C21|PX00066C21||1837
NM_011579
NM_007992
AK003394
AF135494
AK018744
ri|1500031A22|R000021K03||2109
NM_009779
AK019381
AK017818
AF149291
AK009821
1i|9530090G 24|PX00114C02||1922
NM_008163
NM_008046
AK004546
ri}4933407102|PX00019L22|[1832
NM_031170
AK009957
NM_008298
AK003708
NM_019400
NM_010686
AK017974

NM_025273
AK002535
AB041561

NM_023625
AA986766
AK014100
AK018739
AK012120

NM_007382

NM_011050

NM_020512
AK012352

NM_008594

NM_025318
AK004338
AJ001379

0.000100858

0.000100858

0.000100167
9.99E-05
9.96E-05
9.68E-05
9.57E-05
9.55E-05
8.73E-05
8.62E-05
8.26E-05
8.17E-05
7.98E-05
7.91E-05
7.88E-05
7.88E-05
7.83E-05
7.75E-05
7.63E-05
7.56E-05
7.45E-05
7.41E-05
7.35E-05
7.30E-05
7.08E-05
7.02E-05
6.99E-05
6.81E-05
6.78E-05
6.73E-05
6.68E-05
6.63E-05
6.55E-05

6.51E-05
6.50E-05
6.48E-05
6.22E-05
6.21E-05
6.20E-05
6.18E-05
6.05E-05
5.96E-05
5.96E-05
5.96E-05
5.93E-05
5.86E-05
5.77E-05
5.72E-05
5.50E-05

Limk1
Limk1
1200003C23Rik

PId3
Crhr2
Statl

Bid

Cpo

Totp
Fbin2
1110003P13Rik
Birclf
Grn

C3arl
Pxmp4
D4Ertd174e
TagIn2
2810037C14Rik

Grb2
Fst
Gl-pending

Krt2-8
2310057G13Rik
Dnajal
2310075G12Rik
Rab5ep-pending
Laptm5
Tfam

Pcbd
0610011F06Rik
Gfer
1300012G16Rik
AA986766
2310016E22Rik
0610011B16Rik
4833420E20Rik
Acadm
Pdcd4
no_official_symbol
Nxn
Mfge8
0610009E20Rik
4930555L11Rik

Tspy-ps

LIM-domain containing, protein kinase
LIM-domain containing, protein kinase
RIKEN cDNA 1200003C23 gene

phospholipase D3

corticotropin releasing hormone receptor 2
signal transducer and activator of transcription 1
BH3 interacting domain death agonist
coproporphyrinogen oxidase

T-cell specific GTPase

fibulin 2

RIKEN cDNA 1110003P13 gene
baculoviral IAP repeat-containing 1f
granulin

complement component 3a receptor 1
peroxisomal membrane protein 4

DNA segment, Chr 4, ERATO Doi 174, expressed
transgelin 2

RIKEN cDNA 2810037C14 gene

growth factor receptor bound protein 2
follistatin
grey lethal osteroperosis

keratin complex 2, basic, gene 8

RIKEN cDNA 2310057G13 gene

DnaJ (Hsp40) homolog, subfamily A, member 1
RIKEN cDNA 2310075G12 gene

rabaptin 5

lysosomal-associated protein transmembrane 5
transcription factor A, mitochondrial
6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of hepatocyte nuclear factor
1 alpha (TCF1)

RIKEN cDNA 0610011F06 gene

growth factor, ervl (S. cerevisiae)-like (augmenter of liver regeneration)
RIKEN cDNA 1300012G16 gene

expressed sequence AA986766

RIKEN cDNA 2310016E22 gene

RIKEN cDNA 0610011B16 gene

RIKEN cDNA 4833420E20 gene

acetyl-Coenzyme A dehydrogenase, medium chain
programmed cell death 4

no_official_gene_name

nucleoredoxin

milk fat globule-EGF factor 8 protein

RIKEN cDNA 0610009E20 gene

RIKEN cDNA 4930555L11 gene

testis specific protein-Y encoded, pseudogene



AK009249
M16360
NM_008648
BC005580
NM_007754
AK020256
AK020335
AK014728
NM_010864
AK002641
NM_010324
NM_016915
AK009034
NM_009833
AK019190
AK004307
BE851910
NM_019999
NM_008490
ri|6330403M23|PX00093M24|1385
AK009517
NM_021455
NM_026402
NM_008961
NM_009052
AK002247

NM_026164
AK003140
AK009269
BC005709

NM_009845

NM_007980
AK020578

NM_025950
AK007895

NM_025547
AK011417

NM_010838

NM_010219
AK009815

NM_025844

NM_021792

NM_009191

NM_021371
AK020362

NM_010718

NM_010718
AI266962

5.49E-05
5.36E-05
5.29E-05
5.26E-05
5.23E-05
5.18E-05
5.18E-05
5.17E-05
5.11E-05
4.93E-05
4.84E-05
4.84E-05
4.80E-05
4.74E-05
4.72E-05
4.62E-05
4.62E-05
4.57E-05
4.53E-05
4.52E-05
4.50E-05
4.49E-05
4.48E-05
4.46E-05
4.46E-05
4.33E-05

4.33E-05
4.30E-05
4.25E-05
4.23E-05
4.23E-05
4.18E-05
4.17E-05
4.17E-05
3.92E-05
3.88E-05
3.84E-05
3.81E-05
3.60E-05
3.58E-05
3.52E-05
3.48E-05
3.47E-05
3.47E-05
3.38E-05
3.38E-05
3.38E-05
3.37E-05

2310009E04Rik
Mup5
Mup4
Polr2g
Cpd
9030616G12Rik
9230111122Rik
Arhgap18
Myo5a
0610016018Rik
Gotl
Pla2g6
2300006M17Rik
Centl
2610510H03Rik
Grhpr

Brp17
Lcat

2310026P19Rik
Whbscr14
Apg3-pending
Pter
Rex3
0610006H10Rik

Ipla2(gamma)-pending
1010001P06Rik
2310010G13Rik

Pet112I
Cd22
Fabp2
9530027K23Rik
Cdc37I
1810058I24Rik
2410017118Rik
Povl
Mapt
Fkbp4
Gbel
Chordcl
ligp-pending
Skd3
Calnl

Limk2
Limk2

RIKEN cDNA 2310009E04 gene

major urinary protein 5

major urinary protein 4

polymerase (RNA) Il (DNA directed) polypeptide G
carboxypeptidase D

RIKEN cDNA 9030616G12 gene

RIKEN cDNA 9230111122 gene

Rho GTPase activating protein 18

myosin Va

RIKEN cDNA 0610016018 gene

glutamate oxaloacetate transaminase 1, soluble
phospholipase A2, group VI

RIKEN cDNA 2300006M17 gene

cyclin T1

RIKEN cDNA 2610510H03 gene

glyoxylate reductase/hydroxypyruvate reductase

brain protein 17
lecithin cholesterol acyltransferase

RIKEN cDNA 2310026P19 gene

Williams-Beuren syndrome chromosome region 14 homolog (human)
autophagy Apg3p/Autlp-like

phosphotriesterase related

reduced expression 3

RIKEN cDNA 0610006H10 gene

intracellular membrane-associated calcium-independent phospholipase A2 gamma
RIKEN cDNA 1010001P06 gene

RIKEN cDNA 2310010G13 gene

PET112-like (yeast)

CD22 antigen

fatty acid binding protein 2, intestinal

RIKEN cDNA 9530027K23 gene

cell division cycle 37 homolog (S. cerevisiae)-like

RIKEN cDNA 1810058124 gene

RIKEN cDNA 2410017118 gene

prostate cancer overexpressed gene 1

microtubule-associated protein tau

FK506 binding protein 4

glucan (1,4-alpha-), branching enzyme 1

cysteine and histidine-rich domain (CHORD)-containing, zinc-binding protein 1
interferon-inducible GTPase

suppressor of K+ transport defect 3

calneuron 1

LIM motif-containing protein kinase 2
LIM motif-containing protein kinase 2



solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member

AF240002 3.34E-05 Slc25a4 4
AK009885 3.33E-05 Glccil glucocorticoid induced transcript 1
NM_007898 3.31E-05 Ebp phenylalkylamine Ca2+ antagonist (emopamil) binding protein
NM_025994 3.22E-05 D4Wsu27e DNA segment, Chr 4, Wayne State University 27, expressed
AK005314 3.16E-05 Rab4b RAB4B, member RAS oncogene family
NM_028288 3.09E-05 Cul4b cullin 4B
AK009768 3.04E-05 DXImx50e DNA segment, Chr X, Immunex 50, expressed
NM_026178 2.99E-05 Mmd monocyte to macrophage differentiation-associated
NM_023480 2.98E-05 1110025H10Rik RIKEN cDNA 1110025H10 gene
NM_023160 2.96E-05 Cmll camello-like 1
rij2010005F17|ZX00043H02||1460 2.85E-05
AK009569 2.77E-05 no_official_symbol no_official_gene_name
AKO003112 2.76E-05 Sepr selenoprotein R
NM_018879 2.75E-05 Npri2-pending nitrogen permase homolog (S. cerevisiae)
ri|6430411L14|PX00044N10||2184 2.72E-05
NM_010000 2.64E-05 Cyp2b9 cytochrome P450, family 2, subfamily b, polypeptide 9
AK007644 2.62E-05 Dexi dexamethasone-induced transcript
AK004980 2.61E-05 Mod1 malic enzyme, supernatant
AK002736 2.60E-05 0610033E06Rik RIKEN cDNA 0610033E06 gene
AK018666 2.60E-05 Criml cysteine-rich motor neuron 1
AK002859 2.58E-05 Aspa aspartoacylase (aminoacylase) 2
AK005210 2.55E-05 Pla2g7 phospholipase A2, group VII (platelet-activating factor acetylhydrolase, plasma)
AK020912 2.54E-05 A930031F18Rik RIKEN cDNA A930031F18 gene
AKO002772 2.51E-05 1500036F01Rik RIKEN cDNA 1500036F01 gene
AK009753 2.51E-05 2310042122Rik RIKEN cDNA 2310042122 gene
AK004724 2.50E-05 Cyp4v3 cytochrome P450, family 4, subfamily v, polypeptide 3
NM_008904 2.44E-05 Ppargcl peroxisome proliferative activated receptor, gamma, coactivator 1
AF296075 2.41E-05 Wdrl10 WD repeat domain 10
D11441 2.39E-05 Mbl1 mannose binding lectin, liver (A)
NM_024255 2.39E-05 2610207116Rik RIKEN cDNA 2610207116 gene
AV302058 2.37E-05
AF168680 2.36E-05 Criml cysteine-rich motor neuron 1
AK007458 2.30E-05 Snap25bp synaptosomal-associated protein 25 binding protein
NM_018881 2.26E-05 Fmo2 flavin containing monooxygenase 2
AKO013979 2.18E-05 2400010D15Rik RIKEN cDNA 2400010D15 gene
AKO007574 2.17E-05 Fgf21 fibroblast growth factor 21
NM_010950 2.15E-05 Numbl numb-like
Al874739 2.10E-05
NM_019447 2.08E-05 Hgfac hepatocyte growth factor activator
AKO007964 2.07E-05 Chptl choline phosphotransferase 1
AW489251 2.03E-05
NM_013559 1.95E-05 Hsp105 heat shock protein
NM_007471 1.90E-05 App amyloid beta (A4) precursor protein
AKO009550 1.88E-05 2310031A18Rik RIKEN cDNA 2310031A18 gene
AK002549 1.85E-05 Diol deiodinase, iodothyronine, type |
NM_025882 1.83E-05 Pole4 polymerase (DNA-directed), epsilon 4 (p12 subunit)
NM_010217 1.82E-05 Ctof connective tissue growth factor
AK004743 1.80E-05 Myolc myosin IC

AK004544 1.79E-05 Fbxo3 F-box only protein 3



AK007681
NM_025582
AK005962
AF231406
NM_024198
NM_010158
NM_011254

NM_010023
NM_011494
NM_011494
NM_025429

AK016624
AK018691
AK017436
AK008035
AK007038
AK008852
NM_009648
AF163315
AK012103
AK005141
1i|2510029003|ZX00048A13||1650
141631
AK005166
BC003843
NM_026508
AK004933
NM_011068
NM_015747
AK004567
NM_009864
NM_011764
NM_009467
NM_008916
AK011847
NM_016772
AK003256
NM_010497
NM_008769
NM_008599
AK002691
ri|2700089E24|ZX00056N16(|1998
BF322562
AK012958
BC003914
NM_013746
NM_016723
ril4631422C05|PX00011L02||3327
AK009321

1.72E-05
1.69E-05
1.65E-05
1.61E-05
1.58E-05
1.57E-05
1.55E-05

1.53E-05
1.52E-05
1.52E-05
1.45E-05
1.44E-05
1.44E-05
1.40E-05
1.38E-05
1.37E-05
1.36E-05
1.35E-05
1.25E-05
1.23E-05
1.19E-05
1.10E-05
1.07E-05
1.06E-05
1.01E-05
1.00E-05
9.43E-06
9.42E-06
9.41E-06
9.34E-06
9.33E-06
8.97E-06
8.93E-06
8.87E-06
8.72E-06
8.60E-06
8.53E-06
8.44E-06
8.39E-06
8.13E-06
7.97E-06
7.89E-06
7.74E-06
7.64E-06
7.57E-06
7.38E-06
7.29E-06
7.26E-06
7.24E-06

Mrpl39
2810405K02Rik
1700013L23Rik

Ly6i
3110050F08Rik
Khdrbs3
Rbpl

Dci
Stk16
Stk16
Serpinbla
4933402L21Rik
9130427A09Rik
5530401J07Rik
2010002E04Rik
1700092C10Rik
2210408E11Rik
Akapl
Cmi2
Hsd17b12
1500004A08Rik

Gcek
1500005N04Rik
3110002K08Rik
2410002K23Rik
1300007K12Rik

Pexlla
Slc20al
Crot
Cdhl
Zfp90
Ugt2b5
Pps
Rufy2
Ech1l
1110001NO6Rik

Idhl

Otc

Cxcl9
Dhrs4

2810401C16Rik
6430402H10Rik
Plekhbl
UchlI3

Map3k7ipl

mitochondrial ribosomal protein L39

RIKEN cDNA 2810405K02 gene

RIKEN cDNA 1700013L23 gene

lymphocyte antigen 6 complex, locus |

RIKEN cDNA 3110050F08 gene

KH domain containing, RNA binding, signal transduction associated 3
retinol binding protein 1, cellular

dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl-Coenyme A isomerase)
serine/threonine kinase 16

serine/threonine kinase 16

serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member la
RIKEN cDNA 4933402L21 gene

RIKEN cDNA 9130427A09 gene

RIKEN cDNA 5530401J07 gene

RIKEN cDNA 2010002E04 gene

RIKEN cDNA 1700092C10 gene

RIKEN cDNA 2210408E11 gene

A kinase (PRKA) anchor protein 1

camello-like 2

hydroxysteroid (17-beta) dehydrogenase 12

RIKEN cDNA 1500004A08 gene

glucokinase

RIKEN cDNA 1500005N04 gene

RIKEN cDNA 3110002K08 gene

RIKEN cDNA 2410002K23 gene

RIKEN cDNA 1300007K12 gene

peroxisomal biogenesis factor 11a

solute carrier family 20, member 1

carnitine O-octanoyltransferase

cadherin 1

zinc finger protein 90
UDP-glucuronosyltransferase 2 family, member 5
putative phosphatase

RUN and FYVE domain-containing 2

enoyl coenzyme A hydratase 1, peroxisomal
RIKEN cDNA 1110001N06 gene

isocitrate dehydrogenase 1 (NADP+), soluble
ornithine transcarbamylase

chemokine (C-X-C motif) ligand 9
dehydrogenase/reductase (SDR family) member 4

RIKEN cDNA 2810401C16 gene

RIKEN cDNA 6430402H10 gene

pleckstrin homology domain containing, family B (evectins) member 1
ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase)

mitogen-activated protein kinase kinase kinase 7 interacting protein 1



Al746547
NM_025855
NM_008288
NM_021370

AV346241
NM_009175
AK015544
AK002636
NM_007705
BC003945
AK003665
NM_007700
NM_007700
AK004924
AF297860
NM_018738
NM_011895
AK011994
127439
AK005804
AK018755
AK009563
NM_011656
ri|1500015104|R000020J15[2001
NM_019750
1i|5033417E09|PX00037J06||1727
ri|5830435F03|PX00039117||1920
AK006906
AK003861
AK003861
1i|6330556D22|PX00044E05||2245
AK009137
AK004847
NM_020491
NM_025877
AK009622
AK017457
NM_016898
NM_009513
NM_025307
NM_016861
AK013715
AK012954
AK008788
ri|2810018E08|ZX00046M23||1688
AK010477
111333
NM_020609
NM_008509
AF085220

7.04E-06
7.04E-06
7.03E-06
6.89E-06
6.81E-06
6.57E-06
6.44E-06
6.14E-06
6.07E-06
6.04E-06
5.99E-06
5.85E-06
5.85E-06
5.84E-06
5.71E-06
5.69E-06
5.66E-06
5.65E-06
5.65E-06
5.60E-06
5.60E-06
5.57E-06
5.54E-06
5.40E-06
5.38E-06
5.33E-06
5.13E-06
4.96E-06
4.92E-06
4.92E-06
4.75E-06
4.66E-06
4.40E-06
4.38E-06
4.26E-06
4.04E-06
4.01E-06
3.93E-06
3.92E-06
3.87E-06
3.74E-06
3.72E-06
3.64E-06
3.63E-06
3.61E-06
3.59E-06
3.58E-06
3.47E-06
3.46E-06
3.43E-06

D10Ertd667e
Hsd11bl
Inac-pending

4930471A21Rik

Cirbp
BC003945
D12Ertd647e
Chuk
Chuk
Nudt7
Aldh6al
Igtp
Slc35al
D5Ertd249e
Pros1
1700009P17Rik
Zdhhc3
2310032D16Rik
Tuftl

Nat6

1700066M21Rik
Tgfbr2
Tgfbr2

2310032D16Rik
1300002C13Rik
Ssscal
2310067G05Rik
2310034005Rik
5530600P05Rik
Cdi64
Vmp
Nrbf2
Pdlim1
2900057D21Rik
2810055F11Rik
Ndufabl

2410012M21Rik
Es31

ICRFP703B1614Q5.5

Lpl
4930414C22Rik

DNA segment, Chr 10, ERATO Doi 667, expressed
hydroxysteroid 11-beta dehydrogenase 1
amiloride-sensitive sodium channel

RIKEN cDNA 4930471A21 gene

cold inducible RNA binding protein

cDNA sequence BC003945

DNA segment, Chr 12, ERATO Doi 647, expressed
conserved helix-loop-helix ubiquitous kinase

conserved helix-loop-helix ubiquitous kinase

nudix (nucleoside diphosphate linked moiety X)-type motif 7
aldehyde dehydrogenase family 6, subfamily A1

interferon gamma induced GTPase

solute carrier family 35 (CMP-sialic acid transporter), member 1
DNA segment, Chr 5, ERATO Doi 249, expressed

protein S (alpha)

RIKEN cDNA 1700009P17 gene

zinc finger, DHHC domain containing 3

RIKEN cDNA 2310032D16 gene

tuftelin 1

N-acetyltransferase 6

RIKEN cDNA 1700066M21 gene
transforming growth factor, beta receptor II
transforming growth factor, beta receptor I

RIKEN cDNA 2310032D16 gene

RIKEN cDNA 1300002C13 gene

Sjogren's syndrome/scleroderma autoantigen 1 homolog (human)
RIKEN cDNA 2310067G05 gene

RIKEN cDNA 2310034005 gene

RIKEN cDNA 5530600P05 gene

CD164 antigen

vesicular membrain protein p24

nuclear receptor binding factor 2

PDZ and LIM domain 1 (elfin)

RIKEN cDNA 2900057D21 gene

RIKEN cDNA 2810055F11 gene

NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1

RIKEN cDNA 2410012M21 gene
esterase 31

predicted gene ICRFP703B1614Q5.5
lipoprotein lipase

RIKEN cDNA 4930414C22 gene



AB041554
AK018294
AK007617
Al461749
AK016221
AK018584
NM_020557
NM_019742
Al663818
NM_007987
NM_026172
AK018242
AK005191
AF277718
NM_009320
BC002131
NM_013543
NM_009521
AK007026
AK004889
BC003808
NM_009041
ri|5430401P15|PX00022K17|[1812
NM_007813
AK003375
AKO010677
NM_013867
NM_030717
NM_010007
NM_026086
AK004865
AK002545
AK010892
1i/5730494J16|PX00005E23||1882
AV115349
NM_018737
NM_011134
ri|4930568E03|PX00036G15(|2120
1i|2900002G 15|ZX00055K 232117
AK016470
AI255955
NM_011316
NM_011704
AK005641
AK003892
NM_008508
Al196437
NM_025827
AK010328
AK004984

3.40E-06
3.38E-06
3.30E-06
3.29E-06
3.20E-06
3.13E-06
2.98E-06
2.79E-06
2.77E-06
2.71E-06
2.67E-06
2.51E-06
2.46E-06
2.45E-06
2.41E-06
2.39E-06
2.34E-06
2.33E-06
2.30E-06
2.28E-06
2.28E-06
2.09E-06
2.02E-06
2.01E-06
2.00E-06
2.00E-06
1.94E-06
1.91E-06
1.85E-06
1.81E-06
1.78E-06
1.75E-06
1.70E-06
1.65E-06
1.64E-06
1.64E-06
1.63E-06
1.60E-06
1.53E-06
1.50E-06
1.48E-06
1.48E-06
1.43E-06
1.37E-06
1.34E-06
1.32E-06
1.31E-06
1.29E-06
1.24E-06
1.18E-06

1700041K21Rik
6430701CO3Rik
1810027120Rik

Ppid
9130001M19Rik
Tyki
Fusl-pending
Al663818
Tnfrsf6
Decrl
Abca6é
Histlh2bc
Al195443
Slic6a6
Arl2bp
H2-Ke6
Wnt3
1700087121Rik
Acadsb

Rdx

Cyp2b13
Ly6g6c
Atplbl
Bcar3
Lactb
Cyp2j5
1600031M0O4Rik
Hmgcs2
Ifil
2610034N03Rik

Ctps2
Ponl

D6Wsul76e

Saa4
Vnnl
1700003H21Rik
Dnajc8
Lor

1300002A08Rik
Ndufafl
1300013D18Rik

RIKEN cDNA 1700041K21 gene
RIKEN cDNA 6430701C03 gene
RIKEN cDNA 1810027120 ge~¢e

peptidylprolyl isomerase D (cyclophilin D)

RIKEN cDNA 9130001M19 gene

thymidylate kinase family LPS-inducible member

fusion 1

expressed sequence Al663818

tumor necrosis factor receptor superfamily, member 6
2,4-dienoyl CoA reductase 1, mitochondrial
ATP-binding cassette, sub-family A (ABC1), member 6
histone 1, H2bc

expressed sequence Al195443

solute carrier family 6 (neurotransmitter transporter, taurine), member 6
ADP-ribosylation-like 2 binding protein

H2-K region expressed gene 6

wingless-related MMTV integration site 3

RIKEN cDNA 1700087121 gene

acyl-Coenzyme A dehydrogenase, short/branched chain

radixin

cytochrome P450, family 2, subfamily b, polypeptide 13
lymphocyte antigen 6 complex, locus G6C

ATPase, Na+/K+ transporting, beta 1 polypeptide
breast cancer anti-estrogen resistance 3

lactamase, beta

cytochrome P450, family 2, subfamily j, polypeptide 5
RIKEN cDNA 1600031M04 gene
3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2
interferon inducible protein 1

RIKEN cDNA 2610034N03 gene

cytidine 5'-triphosphate synthase 2
paraoxonase 1

DNA segment, Chr 6, Wayne State University 176, expressed

serum amyloid A 4

vanin 1

RIKEN cDNA 1700003H21 gene

DnaJ (Hsp40) homolog, subfamily C, member 8
loricrin

RIKEN cDNA 1300002A08 gene

NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 1

RIKEN cDNA 1300013D18 gene



AW208668
NM_013697
AB031959
AI875925
AF188613
AK019969
BF682171
AK003996
AK004971
AK002723
NM_025459
NM_025287
NM_021274
NM_015780
AK003165
NM_026271
ri|1700069L09|ZX00076G01||1089
ri|9330120109|PX00104P02||1567
NM_009060
AK002327
NM_009198
NM_011106
AK020032
NM_025661
AK011867
NM_008382
AK002639
NM_010697
NM_008898
AK003567
AK004285
ri|2610311119]ZX00062001|[2289
NM_027149
AK003278
AK008884
AK018684
AK012685
AF225910
AK018280
NM_008194
AK018631
NM_030686
NM_016919
AK006803
AK006419
Al326203
NM_010062
NM_025830
Al506234
NM_017373

1.17E-06
1.16E-06
1.15E-06
1.14E-06
1.10E-06
1.07E-06
1.07E-06
1.04E-06
1.02E-06
9.97E-07
9.80E-07
8.96E-07
8.85E-07
8.68E-07
8.46E-07
8.17E-07
7.96E-07
6.97E-07
6.82E-07
6.47E-07
5.74E-07
5.56E-07
5.52E-07
4.86E-07
4.80E-07
4.76E-07
4.25E-07
4.13E-07
3.64E-07
3.56E-07
3.53E-07
3.41E-07
3.30E-07
3.20E-07
3.14E-07
3.13E-07
2.94E-07
2.87E-07
2.55E-07
2.53E-07
2.45E-07
2.42E-07
2.31E-07
2.28E-07
2.26E-07
2.17E-07
2.07E-07
2.04E-07
1.94E-07
1.91E-07

Ttr
SIc21a10

Prss8
5730504C04Rik

1110030019Rik
1300012D20Rik
0610031G08Rik
1810015C04Rik
Spop
Cxcl10
Al194696
GO0s2
1110018MO3Rik

Rgn
2310075M17Rik
Sicl7al
Pkig
5930416L09Rik
OrmdI3
2610203E10Rik
Inhbe
0610016J10Rik
Ldbl
Por
1110008E19Rik
1110057K04Rik

2310040A13Rik
D11Ertd18e
2210410E06Rik
Hao3
2810007J24Rik
Dazapl
Cyfip2
Gyk
9130016M20Rik
Dhrs4
Col5a3
1700055N04Rik

Dnase2a
Wwp2-pending

Nfil3

transthyretin

solute carrier family 21 (organic anion transporter), member 10

protease, serine, 8 (prostasin)
RIKEN cDNA 5730504C04 gene

RIKEN cDNA 1110030019 gene
RIKEN cDNA 1300012D20 gene
RIKEN cDNA 0610031G08 gene
RIKEN cDNA 1810015C04 gene
speckle-type POZ protein
chemokine (C-X-C motif) ligand 10
expressed sequence Al194696
GO0/G1 switch gene 2

RIKEN cDNA 1110018M03 gene

regucalcin
RIKEN cDNA 2310075M17 gene

solute carrier family 17 (sodium phosphate), member 1

protein kinase inhibitor, gamma
RIKEN cDNA 5930416L09 gene
ORM1-like 3 (S. cerevisiae)
RIKEN cDNA 2610203E10 gene
inhibin beta E

RIKEN cDNA 0610016J10 gene
LIM domain binding 1

P450 (cytochrome) oxidoreductase
RIKEN cDNA 1110008E19 gene
RIKEN cDNA 1110057K04 gene

RIKEN cDNA 2310040A13 gene

DNA segment, Chr 11, ERATO Doi 18, expressed
RIKEN cDNA 2210410E06 gene

hydroxyacid oxidase (glycolate oxidase) 3

RIKEN cDNA 2810007J24 gene

DAZ associated protein 1

cytoplasmic FMR1 interacting protein 2

glycerol kinase

RIKEN cDNA 9130016M20 gene
dehydrogenase/reductase (SDR family) member 4
procollagen, type V, alpha 3

RIKEN cDNA 1700055N04 gene

deoxyribonuclease Il alpha
WW domain-containing protein 4

nuclear factor, interleukin 3, regulated



NM_007799
NM_009202
AB045323
AK008127
NM_008889
AK014252
AK013507
AK020147
NM_010664
AKO006159
AK017049
AK003768
AK007707
AK012162
NM_019939
AK017144
BC003794
AK011679
NM_030611
AK004623
AB026997
AK007384
NM_010284
NM_010403
NM_007437
NM_031188
AV278128
NM_025558
AK015100
AK011143
NM_009799
NM_011755
AK014203
AK007299
NM_009364
AW494458
AK003554
AK018146
NM_010565
NM_010447
AK007857
NM_013467
AK014514
i|4933404M19|PX00019F10][1119
AK012941
131783
AK003671
AK002705
M11310

1.68E-07
1.65E-07
1.63E-07
1.59E-07
1.56E-07
1.49E-07
1.45E-07
1.40E-07
1.20E-07
1.09E-07
1.04E-07
9.91E-08
9.42E-08
8.89E-08
7.56E-08
7.51E-08
7.29E-08
6.50E-08
5.70E-08
5.32E-08
4.61E-08
3.83E-08
3.59E-08
3.51E-08
3.32E-08
3.14E-08
3.04E-08
2.95E-08
2.30E-08
2.29E-08
2.29E-08
2.26E-08
1.93E-08
1.81E-08
1.59E-08
5.63E-09
4.99E-09
4.44E-09
3.33E-09
3.12E-09
2.77E-09
1.24E-09
9.16E-10
3.35E-10
2.83E-10
1.66E-10
3.74E-11
8.17E-12
2.02E-14

Ctse
Slc22al
D8Ertd594e
Statl
Ppplrl4b
3110073H01Rik
2900009J20Rik
Gemin6
Krt1-18
1700020G04Rik
4933433P14Rik
1110018D06Rik
1810036124Rik
Akrlc20
Mpp6
5031434011Rik
Stipl
2610034P21Rik
Akrlc6
Catnal
Cast
Sultlcl
Ghr
Haol
Aldh3a2
Mupl

Cyb5m-pending
4930405M20Rik
Hnrpdl
Carl
Zfp35
3110052D19Rik
1700015L13Rik
Tfpi2

D14Ertd449e
Miz1
Inhbc
Hnrpal
Sdro-pending
Aldhlal
4631408011Rik

2810051A14Rik
Umpk
Car3
Akrib7
Aprt

cathepsin E

solute carrier family 22 (organic cation transporter), member 1
DNA segment, Chr 8, ERATO Doi 594, expressed
signal transducer and activator of transcription 1

protein phosphatase 1, regulatory (inhibitor) subunit 14B
RIKEN cDNA 3110073H01 gene

RIKEN cDNA 2900009J20 gene

gem (nuclear organelle) associated protein 6

keratin complex 1, acidic, gene 18

RIKEN cDNA 1700020G04 gene

RIKEN cDNA 4933433P14 gene

RIKEN cDNA 1110018D06 gene

RIKEN cDNA 1810036124 gene

aldo-keto reductase family 1, member C20

membrane protein, palmitoylated 6 (MAGUK p55 subfamily member 6)
RIKEN cDNA 5031434011 gene

stress-induced phosphoprotein 1

RIKEN cDNA 2610034P21 gene

aldo-keto reductase family 1, member C6

catenin alpha 1

calpastatin

sulfotransferase family, cytosolic, 1C, member 1

growth hormone receptor

hydroxyacid oxidase 1, liver

aldehyde dehydrogenase family 3, subfamily A2

major urinary protein 1

cytochrome b5 outer mitochondrial membrane precursor
RIKEN cDNA 4930405M20 gene

heterogeneous nuclear ribonucleoprotein D-like
carbonic anhydrase 1

zinc finger protein 35

RIKEN cDNA 3110052D19 gene

RIKEN cDNA 1700015L13 gene

tissue factor pathway inhibitor 2

DNA segment, Chr 14, ERATO Doi 449, expressed
Msx-interacting-zinc finger

inhibin beta-C

heterogeneous nuclear ribonucleoprotein Al
orphan short chain dehydrogenase/reductase
aldehyde dehydrogenase family 1, subfamily A1
RIKEN cDNA 4631408011 gene

RIKEN cDNA 2810051A14 gene

uridine monophosphate kinase

carbonic anhydrase 3

aldo-keto reductase family 1, member B7
adenine phosphoribosyl transferase



